GI Stability™
DIGESTIVE SUPPORT

SOY
FREE

• With prebiotic 2’-FL: studies show
that 2’-FL helps support the growth
of beneficial bacteria*^
• Designed for everyday and acute
gastrointestinal (GI) needs
• Supports a healthy gut microbiome
• May help support the immune system
• Contains Collinsonia Root, which has
been historically used to support
normal elimination and digestive
health*
^ To date, shown in multiple animal studies, infants,
and one adult human study.

Why HMOs are important: HMOs are naturally found
in human milk and are linked to long-term development,
immune protection, and microbial population cultivation.2,4
GI Stability is a great source for targeted prebiotic action
that contributes to a healthy microbiome, and may provide
immune system support.*
Supporting good bacteria is critical to help the GI
maintain microbiome balance and overall well being.5
Healthy microbiome helps with: 6
• Immune defense

• Supporting elimination

• Metabolism

• Vitamin biosynthesis

• Modification of
phytochemicals

• Influencing wholebody
health

Formulated to support the growth of beneficial bacteria
as well as provide elimination support.*

External factors capable of adversely modifying the
microbiome and interfering with ideal function include:7-14

GI Stability contains a prebiotic that provides the effect that
feeds the beneficial bacteria while helping support a healthy
gut microbiome.*

• Antibiotic use

• Gastrointestinal stress

• Prolonged prescription
drug use

• Moving to a new country

• Dietary changes

• Environmental toxins

2’- FL

COLLINSONIA
ROOT

OKRA

• Short-term travel

BEET ROOT

How it Works: GI Stability contains 2’-FL, a unique
prebiotic HMO (Human Milk Oligosaccharides), that resists
digestion and moves directly to the lower GI tract where
it becomes effective in feeding selective bacteria.1 Studies
show that HMOs have a unique structure that is preferred
by beneficial microbes who use them to grow.2,3
Please consult the actual product label for the
most accurate product information
Acute Use: Three servings per day. For short-term use to modify the microbiome.
Long-Term Use: Single serving per day as a daily prebiotic.

NOTES
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*These statements have not been evaluated by the Food and Drug Administration. These products are not intended to diagnose, treat, cure, or prevent any disease.

GI Stability
DIGESTIVE SUPPORT
FIGURE 1. Microbial Phylum Diversity15

FIGURE 2. The GI Tract: The Body’s Largest Immune Organ

Based on a 2 week trial, the addition of 2’-FL created a statisically
significant change in the microbial diversity levels of Actinobacteria.
The Actinobacteria phylum encompasses many beneficial bacteria, including
Bifidobacteria, and is an important group of microbes for GI homeostasis.16
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Microbial inhabitants make up one of the GI’s protective
layers.17 The GI is the body’s largest immune organ, and
sustaining GI integrity with selective prebiotics helps influence
the development of immune cells to provide support against
acute and chronic GI stress.17-20

Bacteroidetes

Proteobacteria

Others

A 2 week intervention with 5 grams of 2’-FL daily modifies
the microbiome.15 Three servings of GI Stability daily
delivers 5 grams of 2’-FL.
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standardprocess.com

More than

Freshly
picked crops

of the raw plant
ingredients used in our
products are grown on
our organic and
sustainable farm

are often processed
within a day to maintain
vital nutrients

We harvest more than

pounds of ingredients
on our certified organic
and sustainable farm

Healthy Soil. Healthy Plants. Healthy Lives.
Standard Process is a family-owned company dedicated
to making high-quality and nutrient-dense therapeutic
supplements for three generations.
We apply a holistic approach to how we farm, manufacture
and protect the quality of our products. This comprehensive
strategy ensures that our clinical solutions deliver complex
nutrients as nature intended. It’s how we define the whole
food health advantage.
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